Z)-4-[(2-Aminoanilino)(phenyl)methylidene]-3-methyl-1-phenyl-1H-pyrazol-5(4H)-one R. Lu, H. Xia, X. Lü and S. Zhao
The molecule of the title compound, C 23 H 20 N 4 O, assumes a non-planar conformation in which the pyrazolone ring forms dihedral angles of 10.33 (11), 65.34 (11) and 63.52 (10) with the three benzene rings. In the crystal, the molecules are linked by intermolecular N-HÁ Á ÁN hydrogen bonds, generating chains parallel to the b axis. The secondary amino group is involved in an intramolecular N-HÁ Á ÁO hydrogen bond.
Related literature
For the synthesis, properties and applications of the title compound, see: Hennig & Mann (1988) ; Bao et al. (2005) . Monoclinic, P2 1 =c a = 9.200 (2) Å b = 21.680 (5) Å c = 9.608 (2) Å = 97.840 (4) V = 1898.4 (7) Å 3 Z = 4
Mo K radiation = 0.08 mm À1 T = 273 K 0.30 Â 0.20 Â 0.20 mm
Data collection
Bruker SMART 1K CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2004) T min = 0.857, T max = 1.000 9447 measured reflections 3369 independent reflections 1983 reflections with I > 2(I) R int = 0.039 Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.119 S = 0.94 3369 reflections 258 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.20 e Å À3 Á min = À0.24 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2001); cell refinement: SAINT (Bruker, 2001); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL and local programs. Fig. 1 . Molecular structure of (I), with atom labels and 30% probability displacement ellipsoids for non-H atoms. (17) 0.48648 (7) 1.23643 (14) 0.0496 (4) N3 0.20658 (17) 0.53669 (7) 0.78768 (14) 0.0507 (5) N4 0.30500 (17) 0.51166 (7) 0.53720 (16) 
Figures
0.0579 (11) 0.0482 (9) 0.0345 (9) 0.0048 (7) 0.0009 (7) −0.0006 (7) O1 0.0923 (11) 0.0558 (8) 0.0373 (8) 0.0027 (7) −0.0070 (7) −0.0063 (6) N2 0.0593 (11) 0.0532 (9) 0.0348 (9) 0.0034 (8) 0.0009 (7) −0.0044 (7) N3 0.0710 (12) 0.0487 (10) 0.0317 (9) 0.0107 (8) 0.0045 (8) 0.0002 (7) N4 0.0600 (12) 0.0826 (12) 0.0390 (9) 0.0162 (9) 0.0059 (8) −0.0078 (8) C7 0.0540 (13) 0.0530 (11) 0.0349 (11) 0.0074 (9) 0.0053 (9) −0.0008 (9) C8 0.0516 (12) 0.0470 (10) 0.0328 (10) 0.0056 (9) 0.0053 (9) −0.0003 (8) C11
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